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1 CACAGGGTGAAAGCTTTGCTTCTC 70 

7 1 ATTTCCAGATATTAGGTCACAGCAGAAGCA^ 140 

MDPQCTMGLSN 11 

141 TTCTCTTTGTGATGGCCTTCCTGCTCTCTGGTC 210 

12 ILFVMAFLL SGAAPLKIQAYFNET 35 

A # 

211 TGCAGACCTGCCATGCCAATTTGCAAACTCTC^^ 280 

36 A D Is PCQFANSQNQ SLS E L V V F W Q 58 

281 GACCAGGAAAACTTGGTTCTGAATGAGGTATACTT 350 

59 DQ ENLVLNEV YLGKEKFDSVHSK 81 

Sfel ATATGGGCCGCACAAGTTTTGATTCGGACAGTTCGACCCTCAG 420 

0*2 YMGRTSFDSDSWTLRLHNLQIKD K 105 

&2 1 GGGCTTGTATCAATGTATCATCCATCACAAAAAGCCCACAGGAATG , / 49 0 

G.LYQCJJtfHKKPTGATX.RIHGitftfS 128 

T * 

© 1 GAACTGTC AGTGCTTCCTAACTTCAGTCAACCTGAAATAGTACCAATTTCTAA 560 

^29 ELSVLANFSQPEIVPISNITENV 151 

io # # 

ftl ACATAAATTTGACCTGCTCATCTATACACGGTTACCCAGAACCTAAGAAGATGA 63 0 
# * 

631 CAAGAATTCAACTATCGAGTATGATGGTATTATGCAGAAATCTCAAGA 700 

176 KNSTJEYDG IMQKSQDNVTEL YD 198 

701 GTTTCCATCAGCTTGTCTGTTTCATTCCCTGATGTTACGA 770 

VSISLSVSFPDVTSNMTIFCILE 221 

771 CTCACAAGACGCGGCTTTTATCTTCACCTTTCTCTATAGAGCTTGAGGACCCTCAGC 840 

222 TDKTRLLSSPF SIELEDPQPPPD H 245 



J^^CAACAGTTATTATATGTC 



841 cattccttggattacagctgtaIWccaacagttat^^ 910 

24 6 TPWTTAVLP 'rVII Q V M Z E C T, T T. y 268 

911 AAATGGAAGAAGAAGAAGCGGCCTCGCAACTCTTATAAATC 980 

269 KWKKKKRPRNSYKCGTNTMEREE 291 

981 GTGAAC AGACCAAGAAAAGAGAAAAAATCCATATACCTGAAAGATCTGATGAAGCCCAGCGTC 1050 

292 S E Q TKKREKIHXPERSDEA Q R V F K 315 

1051 AAGTTCGAAGACATCTTCATGCGACAAAAGTGATACATGTTTTTAATTAAAGA 1120 

316 SSKTSSCDKSDTCF * 329 
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□ Vector H B7-1 ■ B7-2 



NoraAb 




CD28 Fab 



[ H] Thymidine incorp. (cpm x 10' d ) 



WB7-1 1 M. . GHTRRQGTSPSKCPYLNFFQLLV . LAGLSHFCSGV . IHVTKEVKEVA 46 
I II I I I I II 

hB7-2 1 M DPQCTMGLSN ILFVMAFLLSGA. . . APLKIQAYFNETA 36 

I III III II 

TOB7 1 MACNCQLMQDTPLLKFPCPRIiILLFVLLIRLSQVSSDVDEQLSKSVKDKV 50 



HB7-1 47 TLSCGHNVSVEE . LAQTRI YWQKEKKMVLT . MMSGDMNI WPEYKNRT 91 

III I II II I III 

hB7-2 37 DLPCQFANSQNQSLSELWFWQDQENLVLNEVYLGKEKFDSVHSKYMGRT 86 

III II II II I I I I I I III 

mB7 51 LLPCRY .NSPHEDESEDRIYWQKHDKWLS . VTAGKLKV WPEYKNRT 95 



hB7-l 92 IFDITNNLSrVILALRPSDEGTYECVVLKYEKDAFKREHLAEVTLSVKAD 141 

II I I I I I . II Ml I 

hB7-2 87 SFD.SDSWTLRLHNLQIKDKGLYQCIIHHKKPTGMIRIHQMNSELSVLAN 135 

I I I I I I I I I III 

mB7 96 LYDNTT - YSLI ILGLVLSDRGTY SCWQKKERGTYEVKHLALVKLSIKAD 144 

hBf-1 142 FPTPSISDFEIPTSNI.RRIICSTSGGFPEPH LSWLENGEELNAIN 186 

f III II I I I I I I I I 

fc^f-2 136 FSQPEIVPISNITENVYINLTCSSIHGYPEPKKMSVLLRTKNSTIEYDGI 185 
I I I I I I I I I I I 
145 FSTPNITESGNPSADT . KRITCFASGGFPKPR FSWLENGRELPGIN 189 J 



hB7-l 187 TTVSQDPETELYAVSSKLDFN. - .MTTNHSFMCLIKYGHLRVNQTFNWNT 233 

; ' III llll II I II I I 

hl3-2 186 MQKSQDNVTELYDVSISLSVSFPDVTSNMTIFCILETDKTRLLSSPFSIE 235 

nj I I I I I I I I I I I I I 

mill 190 TTISQDPESELYTISSQLDFN TTRNHTIKCLIKYGDAHVSEDFTWEK 236 



hB7-l 234 TKQEHF . PDNLLPSWAITLISVNGIFVICCLTYCFAPRCRERRRNERLRR 282 

III III I 

hB7-2 236 .LEDPQPPPDHIPWITAVLP TVI ICVMVFCLI LWKWKKKKRPRNS Y 280 

III I llll I 

xr»B7 237 PPEDPPDSKNTLVLFGAGFGAVITWVIWIIKCFCKHRSCFRRNEA . SR 285 



hB7-l 283 ESVRPV* 288 

liB7 -2 281 KCG . . . TNTMEREESEQTKKREKIHI PERSDEAQRVFKS SKTS SCDKSDT 327 

I I III 

mB7 286 ETNNSLTFGPEEALAEQTVFL* 306 



hB7-2 328 CG* 329 



CCCACGCGTCCGGGAGCAAGCAGACGCGTAAGAGTGGCTCCTGTAGGC^GCACGGACTTG 

3. + + + + + + 60 

GGGTGCGCAGGCCCTCGTTCGTCTGCGGATTCTCACCGAGGACATCCGTCGTGCCTGAAC 



AACAACCAGACTCCTGTAGACGTGTTCCAGAACTTACGGAAGCACCCACGATGGACCCCA 

61 + + + + + + 120 

TTGTTGGTCTGAGGACATCTGCACAAGGTCTTCAA 

M D P R - 

GATGCACCATGGGCTTGGCAATCCTTATCTTTGTGACAGTCT^ 

12 1 + + + + + + 180 

CTACGTGGTACCCGAACCGTTAGGAATAGAAAC^C^ 

CTMGL AI Ii I FVTVIiL I S D A V - 

TTTCCGTGGAGACGCAAGCTTATTTCAATGGGACTGCATATCT 

181 + + + + + + 240 

AAAGGCACCTCTGCGTTCGAATAAAGTTACCCTGACGTATA 

SVETQAYFN GTAYLPCPFTK- 

AGGCTCAAAACATAAGCCTGAGTGAGCTGGTAGTATTTTGGCA 

24i + + + + + + 300 

TCCGAGTTTTGTATTCGGACTCACTCGACCAT 

A Q N I S LiS E LV VFWQDQQKIiV- 

/ 

TTCTGTACGAGCACTATTTGGGCACAGAGAAACTTGATAG / 

301 + + + + + + 360 

AAGACATGCTCGTGATAAACCCGTGTCTCTTTGAACTATC 

LYEHYLGTEKLDSVNAKYLG- 

GCCGCACGAGCTTTGACAGGAACAACTGGACTCTACGACT^ 

361 + + + + + + 420 

CGGCGTGCTCGAAACTGTCCTTGTTGACCTGAGATGCTGAAGTGTTACAAGTCTAGTTCC 

RTSFDRNNWTLRLHNVQIKD- 

ACATGGGCTCGTATGATTGTTTTATACAAAAAAAGCCACCCACAGGATCAATTATCCTCC 

421 + + + + + + 480 

TGTACCCGAGCATACTAACAAAATATGTTTTTTTCGGTGGGTGTCCTAGTTAATAGGAGG 

MGSYDCFIQKKPPTGSIIIjQ- 

AACAGACATTAACAGAACTGTCAGTGATCGCCAACTTCAGTGAACCTGAAATAAAACTGG 

481 + + + + + + 540 

TTGTCTGTAATTGTCTTGACAGTCACTAGCGGTTGAAGTC 

QTLTELSVIANFSEPEIKIiA- 

CTCAGAATGTAACAGGAAATTCTGGCATAAATTTGACCTGCACGTCTAAGCAAGGTCACC 

541 + + + + + + 600 

GAGTCTTACATTGTCCTTTAAGACCGTATTTAAACTGGACGTGCAGATTCGTTCCAGTGG 

QNVTGNSGINLTCTSKQGHP- 
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CGAAACCTAAGAAC^TGTATTTTCn^ 

601 + + + + + + 660 

GCTTTGGATTCTTCTACATAAAAGACT 

KPKKMYFL ITNSTNEYGDNM- 

TGCAGATATCACAAGATAATGTCACAGAACTGTTCAGTATCT 

66X + + + + + + 720 

ACGTCTATAGTGTTCTATTACAGTGTCTTGACAAGTC^ 

QISQDNVTELFS ISNSLSLS- 

CATTCCCGGATGGTGTGTGGCATATGACCGTTGTC 

721 + + + + + + 780 

GTAAGGGCCTACCACACACOSTATACTGGCAACACACACAAGA 

FPDGVWHMTVVCVLETESMK- 

AGATTTCCTCCAAACCTCTCAATTTCACTCAAG^ 

781 + + + + + + 840 

TCTAAAGGAGGTTTGGAGAGTTAAAGTGAGTTCTCAAAGGTAGAGG 

ISSKPLNFTQEFPSPQTYWK- 

AGGAGATTACAGCITCAGTTACTGTGGCCCTCCTCCITGTGATGCTC 

841 + + + — ■- -+ + + 900 

TCCTCTAATGTCGAAGTCAATGACACCGGGAGGAGGAACACTACGACGAGTAGTAACATA 

EITAS VTVALLLVMLIillVC- 

/ 

GTCACAAGAAGCCGAATC^GCCTAGCAGGCCCAGCAACACAGCCTCTAAGTTAGAGCGGG / 

901 + + + + + 960 

CAGTGTTCTTCGGCTTAGTCGGATCGTCCGGGTCGTTGTGTCGGAGATTCAATCTCGCCC 

HKKPNQPS RPSNTASKLERD- 

ATAGTAACGCTGACAGAGAGACTATCAACCTGAAGG^ 

961 +-- - + + + + + 1020 

TATCATTGCGACTGTCTCTCTGATAGTTGGACTTCCTTGAACTTGGGGTTTAACGAAGTC 

SNADRETINLKELEPQIASA- 

C^AAACCAAATGCAGAGTGAAGGCAGTGAGAGCCTGAGGAAAGAGTTAAAAATTGCTTTG 

1021 + + + + + + 1080 

GTTTTGGTTTACGTCTC^CTTCCGTC^CTCTCGG 

K P N A E * 

CCTGAAATAAGAAGTGCAGAGTTTCTCAGAATTCAAAAATGTTCTCAGCTGATTGGAATT 

1081 + + + + + + 1140 

GGACTTTATTCTTCACGTCTCAAAGAGTCTTAAGTTTTTACAAGAGTCGACTAA.CCTTAA 



CTACAGTTGAATAATTAAAGAAC 

1141 + + 1163 

GATGTCAACTTATTAATTTCTTG 
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